Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.019; wR factor = 0.046; data-to-parameter ratio = 19.3.
In the title compound, [PdBr 2 (C 21 H 21 As) 2 ], the Pd II ion, residing on a centre of symmetry, is coordinated by two As donor atoms [Pd-As = 2.4276 (2) Å ] and two Br anions [PdBr = 2.4194 (2) Å ] in a distorted square-planar geometry [Br-Pd-As = 87.786 (7) ]. A weak intramolecular C-HÁ Á ÁBr interaction occurs. In the crystal structure, intermolecular C-HÁ Á ÁBr interactions are observed.
Related literature
For similar palladium complexes containing arsine and bromido derivatives, see: Kirsten & Steyl (2009) Table 1 Hydrogen-bond geometry (Å , ). & Steyl, 2009) we present here the title compound, (I).
The molecule of (I) (Fig. 1) , is centrosymmetric, so pairs of equivalent arsino donor ligands lie trans to one another in a slightly distorted square-planar geometry, with the cis angles deviating from 90° by less than 3° [Br-Pd-As 87.786 (7)°].
A staggered conformation of the two triphenyl arsine moieties is observed, supported by the Br-Pd-As-C n torsion angles of 160.99 (6)° (C n =C11), 37.93 (6)° (C n =C12) and -78.75 (6)° (C n =C13), respectively.
Weak intra-and intermolecular hydrogen-bonding interactions are observed between the Br and the hydrogen atoms of the triphenylarsine ligands ( Table 1 ). The effect of the methyl substituent on the para position of the phenyl rings has no significant effect on the crystallization mode of the complex when compared the the closely related triphenylarsine complex (Kirsten & Steyl, 2009 ). The rms error of 0.173 Å indicates the iso-structurality of the two complexes (the title complex superimposed with the triphenylarsine complex (Kirsten & Steyl, 2009 ) including all the atoms except the methyl substituents and the hydrogen atoms).
Experimental
The title compound was synthesized by the addition of As(pTol) 3 (20 mg, 0.0059 mmol) to an acetone solution (15 cm 3 ) of Pd(Br) 2 (COD) (10 mg, 0.027 mmol). Crystals suitable for diffraction were obtained by slow evaporation of the reaction mixture (yield 18 mg, 71%).
Refinement
All H atoms were positioned geometrically (C-H = 0.95-0.98 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2-1.5 U eq of the parent atom. Primary atom site location: structure-invariant direct methods Extinction correction: none (7) 0.00087 (7) 0.00047 (7) Br 0.01676 (10) 0.02136 (11) 0.01337 (10) −0.00722 (7) −0.00274 (7) 0.00204 (7) As 0.00983 (9) 0.01240 (9) 0.01058 (10) −0.00086 (7) 0.00209 (7) 0.00121 (7) C11 0.0163 (9) 0.0128 (9) 0.0115 (9) −0.0005 (7) 0.0029 (7) 0.0016 (7 
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